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Psoriatic arthritis associated proteins were identified by proteomic techniques on the patients' saliva samples.
082

Saliva is a complex body fluid and functions as a rich
reservoir of proteins and peptides from the salivary glands
and blood. Proteomic analysis of the content of total
saliva samples could provide a basis for the recognition of
potential biomarkers of human diseases. This information
could be useful for the diagnosis, prognosis and
monitoring of the treatment of patients with oral and
systemic diseases.
Psoriatic arthritis (PsA) is a chronic rheumatological
disease characterized by inflammation of the peripheral
and axial joints, entheses and the skin and is associated
with increased mortality from cardiovascular disease.

To identify proteins in saliva samples from patients with
psoriatic arthritis that can serve as clinical biomarkers

A total of 265 proteins were identified and 61.3% are shared constituents of the human salivary proteome from control
and pathological samples. Primary analysis of the data allowed the detection of unique proteins in PsA samples such
as K17, Pycard and EEF2. During skin lesion psoriasis, K17 may induce hyperproliferation of suprabasal keratinocytes
and may also serve as an autoantigen leading to the pathogenesis of psoriasis by autoimmune amplification. Pycard
and other genes are overregulated in the psoriatic epidermis and strengthen these findings through protein expression.
Interestingly, PYCARD, the key component of inflamasome, showed an altered expression pattern in the lesional
epidermis. EEF2 is related to de activation of the AMPK signaling pathway observed in degenerative interverterbral
disc degeneration.

We present 3 unique proteins in this preliminary study of
the salivary proteome of patients with PsA. These
identified proteins are related to the pathology of PsA
and could be used in the future as biomarkers.
Understanding the human salivary proteome is a
prerequisite for understanding the physiological and
pathological processes relevant to oral and systemic
health and is crucial for the identification of significant
biomarkers for oral and systemic diseases. To our
knowledge, this is the first study to investigate the
salivary proteomics of psoriatic arthritis.
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Saliva samples were collected from 55 patients diagnosed with PsA (40 (72%) were women) and a control group of 55
healthy subjects of the same age and sex. The study was evaluated and approved by the Ethics Committee of the
Institute of Psychophysical Rehabilitation of Buenos Aires and the Ethics Committee of the School of Dentistry of the
University of Buenos Aires, and written consent was obtained from all persons. The samples were analyzed using
nanoHPLC coupled to a mass spectrometer with Orbitrap technology and analyzed with the Proteome Discoverer
program. The data obtained were analyzed using the uniprot database to identify the proteins and the string program
(Search Tool for the Retrieval of Interacting Genes / Proteins) to study the relationships that exist between them.
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